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Summary

� The evolution of secondary (insular) woodiness and the rapid disparification of plant growth

forms associated with island radiations show intriguing parallels between oceanic islands and

tropical alpine sky islands. However, the evolutionary significance of these phenomena

remains poorly understood and the focus of debate.
� We explore the evolutionary dynamics of species diversification and trait disparification

across evolutionary radiations in contrasting island systems compared with their nonisland rel-

atives. We estimate rates of species diversification, growth form evolution and phenotypic

space saturation for the classical oceanic island plant radiations – the Hawaiian silverswords

and Macaronesian Echium – and the well-studied sky island radiations of Lupinus and

Hypericum in the Andes.
� We show that secondary woodiness is associated with dispersal to islands and with acceler-

ated rates of species diversification, accelerated disparification of plant growth forms and

occupancy of greater phenotypic trait space for island clades than their nonisland relatives, on

both oceanic and sky islands.
� We conclude that secondary woodiness is a prerequisite that could act as a key innovation,

manifest as the potential to occupy greater trait space, for plant radiations on island systems

in general, further emphasizing the importance of combinations of clade-specific traits and

ecological opportunities in driving adaptive radiations.

Introduction

Evolutionary radiations – episodes of accelerated species diversifi-
cation and/or trait disparification – are ubiquitous across organis-
mal groups in diverse geographical and ecological settings (Davis
et al., 2005; Linder, 2008; Glor, 2010; Hughes et al., 2015;
Cardillo et al., 2017; Hutter et al., 2017). All of these settings
potentially present ecological opportunities, the new adaptive
zones of Simpson (1953), long thought to be the main factor
driving radiations (Williams, 1969; Carlquist, 1974; Pincheira-
Donoso et al., 2015; Stroud & Losos, 2016). Ecological opportu-
nities can cause diversifying selection whereby adaptation is driv-
ing ecomorphological diversification of species; a process known
as adaptive radiation (Osborn, 1902; Simpson, 1944, 1953;
Schluter, 2000).

The idea that ecological opportunity is the key driver of radia-
tions is particularly compelling for oceanic island systems (Lack,
1947; Losos, 1994; B€ohle et al., 1996; Baldwin & Sanderson,
1998; Givnish, 2000; Losos & Ricklefs, 2009; Grant & Grant,
2011). Island-like systems (Itescu, 2018) such as lakes (Fryer,
1969; Seehausen, 2015), caves (Gillespie, 2004; Wessel et al.,
2013) and mountains often present similar ecological opportuni-
ties, potentially driving radiations in these systems (Knowles,

2000; Kadereit & von Hagen, 2003; Hughes & Eastwood, 2006;
N€urk et al., 2013b; Uribe-Convers & Tank, 2015; Gehrke et al.,
2016; Pouchon et al., 2018). Despite the centrality of extrinsic
opportunity for radiations on island and island-like systems,
quantitative comparative analyses of ecological opportunities
across different radiations have rarely been undertaken. In this
study we attempt to gain new insights into the importance of eco-
logical opportunity in radiations by revisiting the striking paral-
lels between plant radiations on oceanic islands and tropical
alpine montane ‘sky islands’ (Smith & Young, 1987; Warshall,
1995; Gehrke & Linder, 2014), parallels which have intrigued
evolutionary biologists ever since Carlquist’s (1965, 1974) classi-
cal studies of island biology.

The insular attributes of montane sky islands include isolation
and dispersal limitation by a surrounding, often nonpermeable
matrix (Itescu, 2018), limited area, pronounced ecological
boundaries and strong elevational gradients, all of which con-
tribute to high species endemism (Janzen, 1967; Simpson, 1974;
Luteyn, 1999; S€arkinen et al., 2012; Hughes & Atchison, 2015;
Irl et al., 2017). Indeed, in the first two pages of Island Life, Car-
lquist (1965) drew attention to the island-like attributes of
mountains, referring to them as ‘islands of the upper air’. Tropi-
cal alpine sky islands and oceanic islands also share climatic
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moderation (Carlquist, 1965): the buffering effect of open
oceans that results in extended year-round growing seasons on
islands is analogous to the equable aseasonal climates in tropical
alpine sky islands, where year-round growing seasons also prevail,
albeit tempered by low mean annual temperatures with high
diurnal fluctuations (Hedberg, 1964; Luteyn, 1999; N€urk et al.,
2018). Climatic moderation has been suggested to prompt evo-
lution of longer plant life cycles in island species compared with
their mainland relatives, a long-recognized phenomenon known
as insular woodiness (Darwin, 1859; Wallace, 1878; Carlquist,
1974; Dulin & Kirchoff, 2010; Whittaker et al., 2017).

Although insular woodiness has sometimes been viewed as the
likely ancestral state with woody continental sister lineages driven
to extinction, we now know that insular woodiness has evolved
secondarily in many plant lineages on oceanic islands (B€ohle et al.,
1996; Francisco-Ortega et al., 1997; Baldwin et al., 1998; Bald-
win, 2007; Garc�ıa-Maroto et al., 2009; Carine et al., 2010; Lens
et al., 2013). More recently, shifts from annual to perennial and/
or herbaceous to secondarily woody life-history strategies have also
been associated with shifts from lowland to montane continental
habitats (Tank & Olmstead, 2008; C. S. Drummond et al., 2012;
Jabbour & Renner, 2012; Karl & Koch, 2013; Kostikova et al.,
2013; Roquet et al., 2013; Gehrke et al., 2016; Kidner et al.,
2016; Neupane et al., 2017). These findings suggest that sec-
ondary woodiness (a broader term including secondary insular
woodiness) is more prevalent than previously realized, and that
the majority of instances of secondary woodiness are not necessar-
ily restricted to oceanic islands (Hughes & Atchison, 2015).

Secondary woodiness and montane perenniality have been
implicated as possible key evolutionary innovations driving radia-
tions in island systems. Carine et al. (2010) showed that the most
diverse Macaronesian plant radiations are disproportionately
those that developed secondary woodiness, suggesting that this
might be triggering their radiation. This is in line with the low
proportion of annual plant species, the high proportion of
chamaephytes and the notable occurrences of arborescence in
endemic island floras (Lems, 1961; Luteyn, 1999). Similarly, C.
S. Drummond et al. (2012) proposed that the shift from annual
to perennial life history provided a key adaptation (Hughes &
Atchison, 2015; Nevado et al., 2016), triggering accelerated
species diversification in montane western New World Lupinus. A
similar link between perenniality, montane habitats and radiations
was suggested for Delphinieae (Ranunculaceae) in the Himalayas
(Jabbour & Renner, 2012), and Lachemilla and Alchemilla
(Rosaceae) in the Andes and the African mountains (Gehrke
et al., 2016; Morales-Briones et al., 2018).

Much emphasis has been placed on secondary woodiness and
montane perenniality in island systems (Dulin & Kirchoff, 2010;
Lens et al., 2013; Garcia-Verdugo et al., 2014), but little has been
done to understand the rapid disparification (divergent pheno-
typic evolution) of growth forms associated with plant radiations
in island systems (Hughes & Atchison, 2015). Growth form, and
hence plant size, is a key functional trait and a leading compo-
nent of plant ecological strategies (Stebbins, 1957), potentially
triggering species diversification (Boucher et al., 2017) and/or
disparification (Hughes & Atchison, 2015). Many oceanic and

sky island plant radiations display highly diverse growth forms,
including prostrate woody mat plants, cushion plants, arbores-
cent shrubs, subshrubs, giant acaulescent and stem rosettes, single
trunk trees and woody lianas (Fig. 1; B€ohle et al., 1996: fig. 3;
Baldwin, 1997, 2003: fig. 3.1; Hughes & Eastwood, 2006: fig. 2;
N€urk et al., 2013b: fig. 1; Hughes & Atchison, 2015: fig. 1; Diaz-
granados & Barber, 2017: fig. 1). This disparity of growth forms
has been amply described from oceanic and tropical alpine sky
islands (Lems, 1961; Carlquist, 1965, 1974; Shmida & Werger,
1992; B€ohle et al., 1996; Baldwin, 1997; N€urk et al., 2013b;
Hughes & Atchison, 2015; Gehrke et al., 2016; Diazgranados &
Barber, 2017; Pouchon et al., 2018), and probably results from
selection-driven adaptive evolution into different ecological
niches during radiation (C. S. Drummond et al., 2012). How-
ever, rates of growth form evolution for island clades have not
been quantified or compared with their nonisland relatives, even
though wide sampling of mainland relatives is essential for esti-
mating evolutionary rates, detecting rate shifts and understanding
trajectories of diversification on islands (Haines et al., 2014).
More generally, the association between accelerated disparifica-
tion and intensified species diversification on island systems
remains to be tested.

Here, we investigate the factors underpinning oceanic and sky
island radiations, focusing on the impact of secondary woodiness
and the disparification of plant growth forms. We analyse rates of
species diversification and trait disparification for island clades
compared with their nonisland relatives and compare oceanic
and sky island systems. Specifically, we test two hypotheses:
(1) Secondary woodiness is a key adaptation for island radiations
facilitating disparification of plant growth forms. Under this
hypothesis we expect that woody life histories are derived in the
study clades (secondary woodiness) and that shifts from herba-
ceous to woody life histories are closely associated with shifts to
higher rates of diversification and dispersal to island systems.
(2) Island radiations are driven by ecological opportunity in the
sense that lineages experience opportunities for adaptive diver-
gence as a result of the availability of resources in the island envi-
ronment. In this context, we expect island clades to show
accelerated rates of disparification and larger trait spaces as com-
pared with their nonisland relatives.

To test our hypotheses, we analysed classical oceanic island
plant radiations (Hawaii and Macaronesia) and two well-studied
tropical Andean sky island radiations. Using time-calibrated phy-
logenies comprehensively sampling both island and nonisland
taxa, and qualitative and quantitative data on life history and
growth form, we applied model selection and model-averaging
using Bayesian and maximum likelihood (ML) approaches to esti-
mate rates and compare models of trait disparification and species
diversification in island clades and their nonisland relatives.

Materials and Methods

Study groups, time trees and trait data

We selected two oceanic island radiations, Macaronesian Echium
L. (Boraginaceae) and the Madiinae Benth. & Hook.f.
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(Asteraceae), which includes the Hawaiian silversword alliance
and tarweeds from California and the California islands (Channel
Islands, Guadalupe, and San Benito Islands), hereafter silver-
swords–tarweeds, plus two well-studied Andean sky island

radiations, Hypericum L. (Hypericaceae) and Lupinus L.
(Fabaceae). For each group we used the best sampled time tree
(C. S. Drummond et al., 2012; N€urk et al., 2018) or recon-
structed a phylogeny using published sequence data and

Fig. 1 Disparity of growth forms and plant size variation among island and nonisland taxa in the four study groups – island Echium (clockwise from top
left): E. giganteum, E. wildpretii, E. leucophaeum, E. brevirame, E. hierrense, E. pininana; nonisland Echium (clockwise from top right): E. vulgare,
E. creticum, E. horridum, E. asperrimum; island silverswords (clockwise from top left): Dubautia knudsenii, Argyroxiphium grayanum, Dubautia menziesii,
Argyroxiphium sandwicense, Dubautia reticulata, Dubautia waialealae; nonisland silverswords (clockwise from top left): Calycadenia villosa, Layia
jonesii,Madia stebbinsii, Raillardella argentea; sky island Hypericum (clockwise from top right): H. phellos, H. juniperinum, H. laricifolium,
H. prostratum, H. mexicanum, H. brevistylum; nonisland Hypericum (clockwise from top left): H. kalmianum, H. crux-andrae, H. gentianoides,
H. galioides; sky island Lupinus (clockwise from top left): L. jelskianus, L. subacaulis, L. buchtienii, L. weberbaueri, L. semperflorens, L. cuzcensis,
L. pulvinaris; nonisland Lupinus (clockwise from top left): L. angustifolius, L. microcarpus, L. cosentinii, L. luteus, L. albus. [Correction added after online
publication 10 April 2019: species names have been corrected.]
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estimated divergence times under relevant age constraints using
an uncorrelated lognormal relaxed-clock model in BEAST v.1.8
(A. J. Drummond et al. (2012); for details about sampled taxa,
DNA sequence loci, and fossil constraints see Supporting Infor-
mation Table S1; Methods S1).

Data on species distributions, that is occurrence on island
(oceanic/sky island) vs nonisland (continental/lowland), and trait
data on life history (herbaceous/annual vs woody/perennial) and
growth forms (plant size) were assembled from the literature
(Bramwell, 1972; Robson, 1987, 1990; Carlquist et al., 2003;
Baldwin et al., 2012; C. S. Drummond et al., 2012; Talavera
et al., 2012), herbarium specimen data, and field observations (by
the authors and B. G. Baldwin, pers. comm., 2018). Because the
definition of sky island boundaries is not necessarily straightfor-
ward, we relied on clade-specific definitions based on biogeogra-
phy, including elevation (see ‘Island radiations are underpinned
by ecological opportunity’ in the Discussion section). To infer
evolutionary trajectories of life-history strategy and secondary
woodiness, it must be borne in mind that the associations and
boundaries between annual vs perennial, iteroparous vs semel-
parous, herbaceous vs woody and generation times are often fuzzy
and sometimes decoupled. For example, many perennial plants
are herbaceous, some woody perennials flower and fruit in the
first year with short generation times, some long-lived plants are
monocarpic, boundaries between herbaceous and woody are not
always clear-cut (Dulin & Kirchoff, 2010), and secondarily
woody ‘perennials’ are often relatively short-lived and sometimes
semelparous (Lens et al., 2013). Using these categories as a proxy
for life history needs to be done carefully. For Lupinus, the shift
from annual to perennial life history is well documented (C. S.
Drummond et al., 2012), but some montane perennials are pre-
dominantly herbaceous plants, especially in the Rockies. For this
reason, we scored species of Lupinus as annual or perennial. For
Hypericum, the majority of New World species are woody shrubs
(N€urk et al., 2013a), but several (annual or perennial) herbaceous
species occur in North and South America. In Echium and the sil-
verswords–tarweeds, herbaceous/woody growth forms corre-
spond closely with annual/perennial life histories, with very few
exceptions (e.g. Echium vulgare, Kyhosia bolanderi). We thus
scored species of Echium, Hypericum and silverswords–tarweeds
as either herbaceous or woody.

To assess growth form disparity and estimate disparification
rates we relied on plant size, specifically mean height. Plant size
alone does not fully capture the disparity within the study clades
because different growth forms can have similar plant heights
(Fig. 1), and hence size alone probably underestimates interspeci-
fic variation. It does, however, provide a suitable proxy (Ackerly,
2009; Harmon et al., 2010; Giometto et al., 2013), which can be
used across disparate clades (Boucher et al., 2017). All data used
are deposited in Dryad (https://doi.org/10.5061/dryad.rt530k9).

Estimating rates of species diversification

To identify radiations, we tested for shifts in diversification rates
by combining Bayesian model averaging (BMA) with exploratory
Bayesian approaches. First, we fitted various pure-birth and

birth-death models over trees with a priori assignments of island/
nonisland clades or tree partitions. Models were specified to test
for rate differences between island and nonisland clades by link-
ing/unlinking speciation and extinction rate parameters among
specified clades (Table S2). Incomplete taxon sampling was
accounted for by specifying clade sampling fractions based on tax-
onomic revisions (Bramwell, 1972; Carlquist et al., 2003; Baldwin
et al., 2012; C. S. Drummond et al., 2012; Robson, 2012; Talav-
era et al., 2012). For each model we ran a Markov chain Monte
Carlo (MCMC) for one million generations, with write frequen-
cies every 1000 generations, and estimated the log marginal likeli-
hood using default parameters in BAYESRATE v.1.65 (Silvestro
et al., 2011). We used BMA to generate a joint posterior distribu-
tion of parameter estimates by resampling the models’ individual
posterior samples based on their relative probability and specifying
10% as burn-in. We compared model fit with the data using Bayes
factors (BFs) following Kass & Raftery (1995).

To further explore diversification rate heterogeneity across time
trees and identify shifts at phylogenetic positions not considered in
BMA, we used the Bayesian mixture model approach in BAMM 2.5
(Rabosky, 2014a), while being aware of the debate on statistical
concerns (Meyer et al., 2018; Rabosky, 2018). Sampling fractions
were specified at the lowest taxonomic level possible (Table S3).
Rate priors were set to the scale of the trees using ‘setBAMMpriors’
in BAMMTOOLS v.2.1.6 (Rabosky, 2014b) in R v3.4.3 (R Core
Team, 2013) with the regime shift prior set to 1.0, placing strong
prior probability on zero shifts. We ran four Metropolis coupled
MCMC chains for 20 million generations, with write frequencies
every 10 000 generations, specifying 30% as burn-in. Parameter
convergence was assessed based on likelihood traces and effective
sample size (≫ 200) using CODA v.0.19.1 (Plummer et al., 2006)
in R. The posterior distribution of rate regime shifts was compared
with the prior (results not shown), and the 95% credible set of
shift configurations identified using BAMMTOOLS.

Estimating the origins of secondary woodiness

We assessed evolutionary trajectories of life-history strategy across
the study clades using stochastic character mapping (SCM;
Huelsenbeck et al., 2003) and ML ancestral state estimation,
focusing on the phylogenetic positions of shifts from herbaceous/
annual to woody/perennial life histories within each group. We
generated 1000 stochastic character maps (simmap trees) for the
binary character life history (herbaceous/annual vs woody/peren-
nial) using MCMC to sample character histories from their pos-
terior probability distributions. Before, we tested goodness of fit
to the data of different transition rate probability matrices using
the likelihood ratio test: a one-parameter Mk model with equal
transition rates among the character states (ER) and an all-rates-
different Mk model. Simmap trees were summarized to display
posterior densities of each state across branches and nodes for the
mapped character, life history. Ancestral states obtained by ML
and posterior probabilities from SCM were compared to check
congruence. Analyses used the R functions ace in APE v.5.0
(Paradis et al., 2004) and ‘make.simmap’ in PHYTOOLS v.0.6-44
(Revell, 2011).
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Estimating mode and rate of disparification (phenotypic
evolution)

To approximate the influence of ecological opportunity on
island radiations, we estimated rates of disparification of
growth forms (mean plant height), explicitly testing whether
growth form has evolved differently in island and nonisland
clades. We combined model selection and model averaging
approaches in a ML framework to test the mode of trait evolu-
tion in island vs nonisland clades and to assess goodness-of-fit
weighted estimates of rates of phenotypic evolution (in contin-
uous trait models the stochastic variance term or rate parame-
ter r2; Butler & King, 2004; Ackerly, 2009; Kaliontzopoulou
& Adams, 2016). Our analyses fit single and multiregime
unconstrained Brownian motion (BM) and constrained Orn-
stein–Uhlenbeck (OU) continuous trait models of evolution
on loge-transformed mean plant heights using a priori assigned
island and nonisland ‘regimes’, where regimes are clades or tree
partitions that potentially underwent different trait evolution
trajectories (Cressler et al., 2015). For silverswords–tarweeds,
we assigned species from Hawaii and the California islands as
two separate regimes. For assignment we used stochastic char-
acter mapping, accounting for uncertainty by generating 100
simmap trees for each study group for the binary state charac-
ter island/nonisland using the approach described earlier (see
‘Estimating the origins of secondary woodiness’ in the Materi-
als and Methods section).

We fitted the following six models each over 100 simmap trees
per study group: an unconstrained single rate model (BM1) and
a constrained single optimum model (OU1), assuming no differ-
ence between island and nonisland regimes (null hypotheses); a
BM model with variable phenotypic evolutionary rates and a sin-
gle root value (BMr2) assuming separate rates between the
regimes; a model with different trait means per regime (the state/
optimum parameter h; OUh), assuming different plant height
optima per regime; a model with different state means and vari-
ably strong constraints towards regime optima (the ‘pull to the
optima’ parameter a; OUha), assuming differently directed evo-
lution towards different plant height optima in island and nonis-
land regimes; and a model with multiple rate and optima
parameter values (OUhr2) assuming different evolutionary rates
causing phenotypic differences in the regimes. To assess the indi-
vidual model performance in each run, we relied on eigen decom-
position of the Hessian matrix, in which negative eigenvalues
indicate poor parameter estimation, and so excluded these. We
also excluded ‘failed’ models, in which log-likelihood values of
two to three order of magnitudes greater were estimated; these
estimates are potentially a result of model failure, whereby com-
plexity of the model can be greater than the information con-
tained in the data, resulting in one or more poorly estimated
parameters and a spurious log-likelihood (Cressler et al., 2015).
To evaluate confidence in the estimated parameter values, we
conducted parametric bootstraps on the six models to calculate
95% confidence intervals (95% CI). Analyses used the ‘OUwie’
and ‘OUwie.boot’ function in R’s OUWIE v.1.5 package
(Beaulieu & O’Meara, 2015).

We compared goodness of fit with the data for the six models
using sample size-corrected Akaike information criterion (AICc),
also calculating AICc differences (ΔAICc) and AICc weights (w)
based on relative likelihoods (Burnham & Anderson, 2002). We
assumed that the best model tested had the lowest AICc score
(highest w value). The AICc weight for a given model is the rela-
tive likelihood of the model divided by the sum of all relative
likelihoods across all models and was used to obtain model-
averaged estimates of parameters (Posada & Buckley, 2004). We
calculated w for each model in each run and averaged parameter
and bootstrap estimates over all models and runs. To obtain a
distribution of parameter estimates, we calculated w for each
model per run and averaged parameter estimates over the six
models per run using R (R Core Team, 2013).

Estimating trait space saturation

To further investigate the influence of ecological opportunity, we
tested the hypothesis that island species evolved greater growth
form trait space compared with their nonisland relatives. We com-
pared rates of trait (mean plant height) space saturation between
island and nonisland clades or tree partitions. To do this, we used
‘trait saturation’ analysis (TSA) to compare evolutionary trajecto-
ries of disparity between clades standardized for clade-specific lim-
its of evolutionary change (Rolshausen et al., 2018). The method
uses phenotypic (continuous trait) and phylogenetic (cophenetic)
pairwise distances between all taxa in the tree to identify relative
disparity maxima at a certain divergence time delineating the trait
space saturation curve (‘saturation function’) which illustrates the
trajectory of trait evolution in a linearly standardized 0–1 space
(pairwise distance relative to maximum distance in the tree; where
0 = no disparity/no divergence, and 1 =maximal disparity/maxi-
mal divergence time). A linearly increasing saturation curve indi-
cates neutral trait evolution following BM, whereas exponential
curves indicate early burst patterns, and logarithmic curves the
evolution of disparity among recently diverged species. Because we
are comparing evolutionary growth form trajectories between
(nested) island clades and (remaining) nonisland species, we used
a ‘nested clade’ version of TSA, calculating the saturation function
per clade (island or nonisland) relative to that of the entire tree,
that is we linearly adjusted individual saturation functions relative
to the trait space of the entire tree. We evaluated confidence
around saturation functions by means of 1000 rounds of jackknife
resampling, each time randomly pruning 10% of the taxa. Overlap
between the island/nonisland saturation functions was quantified
along the x-axis and tested for congruence using a two-sided Kol-
mogorov–Smirnov (KS) test. TSA analyses were based on the R
functions from Rolshausen et al. (2018).

Results

Rates of species diversification

Diversification rates are higher in oceanic and sky island clades
than in their continental or lowland relatives (Fig. 2). In sky island
clades, averaged net species diversification rates increase by more
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than an order of magnitude (e.g. in Hypericum, net diversification
rates are: nonisland = 0.19 (95% highest posterior density (HPD):
0.05–0.34); sky island = 1.47 (1.09–1.83)), whereas in oceanic
island clades, median rates are two to three times higher than in
their mainland relatives (Table 1). All four study groups except the

silverswords–tarweeds show significant support for lineage diversi-
fication being different (unlinked) between the island and nonis-
land taxa (Table S2). For Echium there is positive support
(BF = 4.6) for a model in which diversification rates are unlinked
between the Macaronesian clade and the mainland taxa, compared
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Fig. 2 Origin of secondary woodiness, phenotypic rates of plant height evolution and species diversification comparing oceanic and sky island clades
(denoted by red bar outlines) with their nonisland relatives (denoted by blue bar outlines). Bars at tips of trees denote mean plant height in loge(cm).
Coloured branches of phylogenetic trees indicate the evolution of life history (blue, herbaceous/annual; red, woody/perennial) inferred using stochastic
character mapping. Asterisks denote diversification rate shifts (inferred using BAMM; filled, most credible shift configuration; unfilled, second most credible
configuration). Time axes for phylogenetic trees are in Myr. The central insets show density plots of model-averaged rates of plant height evolution
(above) and net diversification (below), comparing island clades (red; California island (CA island) species are in orange) with nonisland relatives (blue).
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with the best model which assumes island and nonisland rates to
be the same (linked). For the silverswords–tarweeds., there is no
significant evidence for different diversification rates, although six
unlinked models fit the data better than the best linked model
(BF < 1.5). For the Andean sky island radiations, Hypericum and
Lupinus, all tested models assuming different diversification rates
between lowland and sky island clades obtained higher log
marginal likelihoods than any linked model, with a BF for the
best-scoring unlinked model against the best linked model indicat-
ing very strong support (Hypericum, BF = 24.2; Lupinus,
BF = 54.2). This difference is mirrored in the combined posterior
sample obtained by BMA, where density plots of net diversifica-
tion rates between sky island and nonisland taxa do not overlap,
whereas in the oceanic island radiations they do overlap, most
notably for the tarweeds clade from the California islands (Fig. 2).

Exploratory analyses of rate heterogeneity among the lineages also
indicate that diversification regime shifts in the silverswords–tar-
weeds are not exclusively related to occurrence on islands. Although
a rate shift is estimated by the Bayesian mixture model approach at
the crown node of the silverswords radiation on Hawaii, two addi-
tional shifts at nodes not related to dispersal to islands are detected
in the silverswords–tarweeds (Fig. 2). In Echium, Hypericum and
Lupinus, estimated diversification regime shifts coincide with disper-
sal to oceanic or sky islands, with additional diversification regime
shifts nested within the island clades (Fig. 2).

Origin of secondary woodiness

Evolutionary trajectories of life-history strategy identify shifts
from herbaceous/annual to woody/perennial life histories at
derived positions, clearly indicating concordant evolution of

secondary woodiness in all four study groups (Fig. 2). The ER
model for ancestral state estimation is always selected as fitting
best, and SCM and ML estimates are congruent (Figs S1–S4).
The ancestral condition is estimated to be herbaceous/annual in
all groups, although with ambiguity in Hypericum (posterior
probabilities at the root: herbaceous, 0.57; woody, 0.43).
Changes from herbaceous/annual to secondarily woody/perennial
life histories are, on average, less frequent than changes in the
opposite direction in Echium (1.27 (95% credible interval: 1.02–
3.10) vs 2.19 (1.20–4.10) events) and especially Lupinus (2.97
(0.57–6.27) vs 8.96 (5.88–13.57)). In Hypericum, changes are
almost balanced (herbaceous to woody, 5.43 (2.27–8.25); woody
to herbaceous, 5.01 (2.22–9.42)). In the silverswords–tarweeds,
reversal from the secondarily woody state to herbaceous is almost
absent (herbaceous to woody, 3.06 (3.01–4.08); woody to herba-
ceous, 0.10 (0.01–1.50)). In the tarweeds from the California
islands, the origin of secondary woodiness is estimated to have
arisen one node before the crown node of the California island
taxa (Figs 2, S4). In the remaining island clades across all four
study groups, the evolution of secondary woodiness coincides
with diversification rate shifts (Fig. 2).

Mode and rate of disparification (phenotypic evolution)

Analyses of growth form evolution find clear support in all four
study groups for constrained OU models over unconstrained BM
models (Table S4). We did not, however, find support for a par-
ticular OU model within and among groups. For Echium and
Lupinus, the best model tested is an OUh model with different
trait optima for the nonisland and island regimes (Echium,
ΔAICc = 1.6; Lupinus, ΔAICc = 1.9). For Hypericum the best fit

Table 1 Comparison of island and nonisland clade ages, species richness, mean growth height, and rates of species diversification and phenotypic
evolution.

Clade
Crown age
(95% HPD) (Myr)

Species
richness
(sampled)

Net diversification
(95% HPD)

Growth height
(range) (m)

Phenotypic
optimum h
(95% CI)

Adaptation/pull
rate a (95% CI)

Phenotypic
rate r2 (95% CI)

Echium

Nonisland 11.5 (9.9–17.8) 28 (71%) 0.24 (0.13–0.37) 0.58 (0.21–0.95) 0.59 (0.50–0.69) 9.19 (2.22–27.91) 4.68 (1.06–15.51)
Oceanic island 4.2 (3.6–8.0) 28 (100%) 0.65 (0.26–1.00) 1.14 (0.25–2.50) 1.09 (0.97–1.32) 9.16 (2.21–27.80) 5.37 (1.20–17.66)

Hypericum
Nonisland 20.7 (17.0–24.7) 85 (58%) 0.19 (0.05–0.34) 0.54 (0.10–2.40) 0.52 (0.43–0.60) 1.10 (0.51–1.53) 1.13 (0.65–1.64)
Sky island 3.1 (2.0–4.3) 99 (57%) 1.47 (1.09–1.83) 0.70 (0.12–3.14) 0.61 (0.51–0.83) 1.10 (0.51–1.53) 1.24 (0.74–1.81)

Lupinus

Nonisland 9.2 (4.1–12.4) 27 (78%) 0.25 (0.14–0.35) 0.21 (0.02–0.65) 0.21 (0.16–0.29) 2.52 (1.38–24.10) 4.86 (2.49–45.31)
Sky island 4.6 (1.7–5.6) 190 (33%) 1.44 (0.99–1.78) 0.53 (0.02–5.50) 0.55 (0.45–0.67) 2.52 (1.38–24.06) 5.18 (2.73–47.70)

Silverswords–tarweeds (Madiinae)
Nonisland 14.7 (14.0–15.9) 78 (73%) 0.23 (0.18–0.30) 0.39 (0.08–1.28) 0.39 (0.35–0.44) 17.49 (4.52–23.98) 12.92 (3.17–19.09)
Oceanic
island
(CA Islands)

1.1 (1.0–3.1) 5 (100%) 0.49 (0.16–1.00) 0.32 (0.10–0.75) 0.33 (0.21–1.67) 17.49 (4.52–23.98) 18.68 (2.27–36.74)

Oceanic
island (Hawaii)

3.6 (2.7–6.2) 29 (86%) 0.77 (0.42–1.13) 2.17 (0.25–8.00) 2.22 (1.67–2.93) 17.49 (4.52–23.98) 29.45 (6.84–45.67)

CA Islands, California islands. Net diversification rates (speciation – extinctionMyr�1) obtained by Bayesian model averaging detailing the median and the
95% highest posterior density (HPD) interval (in brackets; BAYESRATE); OUWIE model parameters (r2, a, h) obtained by Akaike weighted model averaging
with the 95% confidence interval (95%CI) obtained by a parametric bootstrap (in brackets). Note that the phenotypic optimum estimates correspond to
mean plant height (in m).
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is an OU1 model (ΔAICc = 0.6). An OUhr2 model is the best fit
for the silverswords–tarweeds (ΔAICc = 1.9; Table S4).

Phenotypic evolutionary rate estimates averaged using AICc
weights indicate disparification of growth forms to be higher in
island clades than in their continental or lowland relatives
(Fig. 2). Although rate differences are generally pronounced, for
example, in the Hawaiian silversword radiation (r2 = 29.5) com-
pared with its mainland relatives (r2 = 12.9), these are not signifi-
cant, with the 95% CIs obtained by bootstrapping overlapping
among island and nonisland species in all four groups (Table 1).
In Hypericum, rate estimates are low, with little gap between rate
densities (Fig. 2) mainly because of low variance among runs
(Table 1). The phenotypic optimum values indicate significantly
taller plant height optima for island clades except for Hypericum
and the California island tarweeds (Table 1).

Trait space saturation

Trajectories of growth form evolution indicate evolution of larger
trait spaces in mean plant height in island clades compared to their
nonisland relatives in Echium, Hypericum, Lupinus and Hawaiian
silverswords, but not in the tarweeds from the California islands
(Fig. 3). Notably, all island clades show rapid filling of trait space,
that is, trait space saturation is achieved within small relative phy-
logenetic distances (i.e. within short divergence times, such that
growth form disparity is high among closely related species), indi-
cating significantly accelerated rates of disparification in all island
clades (KS test, P < 0.05; all exceptHypericum; Fig. 3).

Discussion

Lineage-specific extrinsic ecological opportunities associated with
newly emerged oceanic islands, the new adaptive zones of Simp-
son (1953), have long been considered to be the key driver of
species, trait and ecological diversification that characterize island
radiations (Losos, 2010). Similar opportunities have also been
central to explaining rapid diversification in continental island-
like formations such as lakes (Seehausen, 2015) and mountains
(Hughes & Atchison, 2015), where some of the most spectacular
evolutionary radiations occurred (Madri~n�an et al., 2013). In this
study, we estimate rates of species diversification and trait dispari-
fication in the comparative context of their mainland relatives for
the emblematic oceanic island plant radiations, Macaronesian
Echium and Hawaiian silverswords, for the first time (Landis
et al., 2018). We also present evidence of striking parallels
between oceanic and tropical alpine sky island systems, demon-
strating accelerated evolutionary rates across plant radiations in
both systems following the evolution of ‘island woodiness’.

Are secondary woodiness and perenniality key innovations
for island radiations?

Across flowering plants, evolutionary shifts from woody to herba-
ceous (or perennial to annual) life history strategies have occurred
frequently (Tank & Olmstead, 2008) and have been associated
with shifts to higher rates of molecular evolution (Smith &

Donoghue, 2008; Yang et al., 2015), accelerated species diversifi-
cation (Boucher et al., 2017), and accelerated niche evolution
(Smith & Beaulieu, 2009; Ogburn & Edwards, 2015). These
increased rates of evolution have been attributed to shorter gener-
ation times in annual/herbaceous/smaller-sized species (Boucher
et al., 2017). On islands and island-like systems, however, many
aspects of plant evolution run counter to these general patterns.
In all four study groups, we found evidence that species diversifi-
cation rates, growth form disparity and rates of disparification are
higher in the secondarily woody/perennial island clades than in
their herbaceous/annual nonisland relatives (Fig. 2; Table 1).

We found clear evidence that secondary woodiness is closely
associated with dispersal to islands, either oceanic or sky island,
in all four study clades. Thus, we cannot reject our first hypothe-
sis that secondary woodiness is a key adaptation for island radia-
tions, acknowledging that we included only four well-selected
plant clades. The fact that island clades mostly occupy greater
trait space than their nonisland relatives (Fig. 3) is probably a
result of the different adaptive potentials of annuals vs perennials
or herbaceous vs woody species (King, 1990; Koch et al., 2004).
In terms of plant size variation, perennial species are inherently
more evolvable, with potential to occupy greater trait space than
annuals, which are biophysically more constrained. This greater
growth form disparity of island woody perennials compared with
nonisland herbaceous annuals (Fig. 3) also opens up greater
potential trait space in other plant life-history characteristics,
such as the number and sizes of inflorescences, as evidenced by
the large compound inflorescences with numerous flowers in
some Hawaiian silverswords (e.g. Argyroxiphium sandwicense ssp.
macrocephalum, with inflorescences up to 2 m high and with up
to 600 capitula, each with as many as 600 disc florets; Fig. 1)
(Baldwin, 2003), Macaronesian Echium and Andean Lupinus,
where a > 100-fold disparity in numbers of flowers per inflores-
cence is evident (e.g. Lupinus weberbaueri, with inflorescences
comprising > 500 flowers vs L. pulvinaris, with less than five flow-
ers; C. E. Hughes, unpublished). [Correction added after online
publication 10 April 2019: species names have been corrected in
the preceding sentence.] Longer life cycles and the potential for
more flowers on island plants compared with their herbaceous
mainland colonists were the traits that prompted Wallace’s
(1878) longevity hypothesis to explain insular woodiness. Dispar-
ification of growth forms thus has many ramifications for evolu-
tionary diversification of island clades.

That secondary woodiness opens up greater potential trait
spaces is in line with life-history theory, which predicts that
shorter annual life cycles will be favoured in seasonal environ-
ments (Roff, 2002; Franks et al., 2007). Conversely, perennial
life-history strategies are advantageous in aseasonal, more mesic,
cooler montane environments, where lower temperatures, lower
relative growth rates and high rates of seed mortality select against
annuals (Ogburn & Edwards, 2015). These predictions are borne
out by the many plant clades showing close associations between
life history and elevation, with annuals in lowlands and perenni-
als at higher elevations (Evans et al., 2009; Smith & Beaulieu,
2009; Ogburn & Edwards, 2015). The examples of secondary
woodiness outside oceanic islands conform to this pattern of
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montane perenniality (C. S. Drummond et al., 2012; Jabbour &
Renner, 2012; Kidner et al., 2016; Neupane et al., 2017), sug-
gesting that island woodiness/montane perenniality is a general
evolutionary pattern for plants (Ogburn & Edwards, 2015).
Secondary island woodiness releases constraints on body size and
life cycle suffered by annual or herbaceous species simply as a
result of their shorter overall growth periods. This may enable
woody/perennial plant lineages to evolve novel phenotypes that
interact with their environments in new ways via evolution of
diverse growth forms (Ackerly, 2009; Evans et al., 2009; Fig. 1).
In this sense, secondary woodiness could be viewed as a key evo-
lutionary innovation that drives disparification in island radia-
tions. Although this is a compelling hypothesis, the effects of

secondary woodiness are difficult to separate from wider ecologi-
cal opportunities on islands, or from the possible effects of differ-
ences in population sizes between island and nonisland species
(Schrieber & Lachmuth, 2017). Nevertheless, it is secondary
woodiness that allows species to explore greater trait space and
potential niches and, hence, to contribute to diversification in
island and island-like systems.

Secondary woodiness is driven mainly by moderate
climates on island systems

Explanations for insular woodiness have been debated since Dar-
win (1859), Wallace (1878) and Carlquist (1974) put forward
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Fig. 3 Trajectories of growth form evolution assessed though trait saturation analysis. Trait space saturation and relative phylogenetic distance represent
the space spanned for the entire phylogeny, with a proportional projection of the saturation curves for the island (dark red line) and nonisland (blue line)
pruned phylogenies. Shaded areas around saturation curves indicate the 95% confidence interval inferred by means of jackknife resampling. The value of
the test statistic (Dmax) and the P-value of the test are indicated. CA islands, California islands. Note that 1.0 indicates maximum distance, in trait disparity
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their competition, longevity and climatic moderation hypotheses.
Our results show that radiations on oceanic islands and tropical
alpine sky islands follow parallel trajectories of accelerated trait
and species diversification associated with secondary perenniality/
secondary woodiness, as suggested by Carlquist (1965, 1974).
The repeatability of these patterns of growth form disparification
across the superficially very different contexts of oceanic and sky
islands, which show remarkably similar evolutionary patterns,
suggests a common underlying cause and offers the potential to
shed new light on the competing hypotheses of Darwin (1859),
Wallace (1878) and Carlquist (1974). Carlquist (1965, 1974)
suggested that insular woodiness is favoured in aseasonal, frost-
free island climates that permit year-round plant growth. Lack of
marked temperature seasonality in low- and mid-elevation habi-
tats in Macaronesia and Hawaii compared with the more seasonal
mainland habitats where relatives of Echium and island silver-
swords and tarweeds grow, fits with Carlquist’s hypothesis. Trop-
ical alpine zones of the Andes, the East African mountains
(Gehrke & Linder, 2009) and New Guinea (Goetsch et al.,
2011) also share aseasonal and relatively uniform climates
throughout the year, whereas the nonisland relatives of our sky
island study clades occur in highly seasonal environments in
North America. As far as we are aware, documented examples of
secondary woodiness, often associated with accelerated disparifi-
cation of growth forms, are generally confined to environments
that offer year-round growing (temperature) conditions, such as
those found in (sub)tropical oceanic islands or tropical alpine
mountains (Carlquist, 1974; Lens et al., 2013; Hughes &
Atchison, 2015; Kidner et al., 2016; Neupane et al., 2017). This
remarkable coincidence between oceanic islands and tropical sky
islands, alongside the apparent lack of secondary woodiness and
associated plant growth form disparification in island radiations
in seasonal environments, provide compelling support for Car-
lquist’s climatic moderation hypotheses to explain secondary
woodiness and growth form disparification in these contrasting
island systems.

Island radiations are underpinned by ecological opportunity

As studies of island radiations are extended, it seems ever clearer
that many facets of island evolution buck the general trends in
plant life-history evolution. The common rules of more rapid
diversification of species and growth forms associated with annuals
are reversed on islands. There is also limited evidence to suggest
that rates of molecular evolution in island perennials are higher
than closely related herbaceous and generally more slowly evolving
nonisland sister groups, in both tropical sky island (Nevado et al.,
2016) and oceanic island clades (Barrier et al., 2001). It is notewor-
thy that these results contrast with the generally lower rates of
molecular evolution in woody lineages compared with their herba-
ceous relatives (Smith & Donoghue, 2008). We suggest that these
‘devious pathways of island evolution’ (Carlquist, 1965) are the
evolutionary manifestations of the common ground underpinning
island radiations, namely ecological opportunity.

Almost all sampled oceanic and sky island species are secondar-
ily woody/perennial and their nonisland close relatives

herbaceous or annual, but there are a few interesting exceptions.
First, in Hypericum, although rates of species diversification and
growth form evolution are higher in the sky island clade, overall
disparity of growth forms is only marginally greater (Fig. 3). This
is a result of reliance on mean heights as a proxy for growth form
(Notes S1) and the similar disparity of growth forms in a woody
North America clade (N€urk et al., 2018). Second, as indicated
earlier (see the Materials and Methods section), Lupinus species
were coded as annual or perennial (rather than herbaceous or
woody), because many North American species are herbaceous
perennials. This lineage diversified rapidly across the Rocky
Mountain sky island in line with ecological opportunity and
driven by ecological factors such as high seedling mortality and
low growth rates in cold temperatures or poorly developed soils.
Furthermore, the greatest growth form disparity in Lupinus has
evolved in the aseasonal tropical alpine Andean sky island, in line
with Carlquist’s hypothesis of climatic moderation. Third, there
are a few reversals to herbaceous life history within the Andean
sky island clade of Hypericum (e.g. H. pratense, H. silenoides) and
to annual species within the Andean clade of Lupinus (e.g.
L. huigrensis, L. lindleyanus; Figs S2, S3). These ‘reversed’ (ter-
tiary herbaceous/annual) species occur at lower elevations than
the perennial woody species, within seasonally drier inter-Andean
valleys and on the progressively drier, mid-elevation, Pacific
flanks of the Andes, with one species, the ephemeral annual
L. mollendoensis, occurring in dry Lomas formations close to the
coast of Peru. These reversals to annual/herbaceous life history
associated with shifts back to lowland habitats are perhaps analo-
gous to back-colonizations to the mainland nested within oceanic
island radiations (Carine et al., 2004).

Finally, the woody tarweed Deinandra minthornii, a localized
mainland endemic, is sister to the California island tarweeds,
such that the transition from herbaceous to woody apparently
preceded dispersal to the California islands (Figs 2, S4). Addi-
tionally, D. martirensis, a perennial with a woody base (Baldwin,
2003), was designated as nonisland (although nested within the
Californian island clade; Fig. S4) because it occurs in mainland
Baja California. The relationships of this species remain ambigu-
ous (Baldwin, 2007; B. G. Baldwin, pers. comm.) but, despite
being a mainland species, perenniality in D. martirensis is still
associated with occurrence on an ‘island’, in this case the sky
island of the Sierra San Pedro Martir (Baldwin, 2007). Our phe-
notypic evolutionary rates analyses suggest that the California
island tarweeds show somewhat accelerated rates of growth form
disparification but little increase in species diversification rate and
no evidence of greater disparity of growth forms compared with
mainland tarweeds, perhaps because, for Guadalupe Island
Deinandras, plant size is a poor surrogate for growth form dispar-
ification (B. G. Baldwin, pers. comm.). Also, our analyses suggest
limited diversification in the Californian island clade in line with
an incipient radiation suggested by Carlquist (1965) and Baldwin
(2007), and with the small island area and limited environmental
heterogeneity (Warren et al., 2015) on Guadalupe Island. Taken
together, these exceptions emphasize that it is combinations of
intrinsic clade-specific trait innovation and extrinsic opportuni-
ties that dictate diversification.
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In this study, we included four exemplar clades, but many
other island plant radiations also show high growth form dispar-
ity and high rates of diversification associated with secondary
woodiness, including Sonchus in Macaronesia (Kim et al., 1999,
2007), Dendroseris in the Juan Fern�andez islands (Kim et al.,
2007), Hawaiian lobelioids (Givnish, 2000; Givnish et al.,
2009), other Andean sky island radiations, including Espeleti-
ineae (Diazgranados & Barber, 2017; Pouchon et al., 2018),
Valeriana (Bell & Donoghue, 2005; Moore & Donoghue, 2007;
Bell et al., 2012; see Eriksen, 1989) and Draba (Karl & Koch,
2013), and tropical alpine plant radiations elsewhere (Gehrke &
Linder, 2014; Schwery et al., 2015). However, despite the abun-
dance of clades showing these patterns, detailed evolutionary
rates analyses for a larger sample of island clades are needed to
assess the generality of these findings and to test the hypothesis
that a radiating clade on an oceanic or sky island is underpinned
by both accelerated rates of phenotypic evolution and species
diversification.

Acknowledgements

We thank Yaowu Xing for advice on fossil calibrations, Rosemary
Wise for the illustrations in Fig. 1, and Mark Carine, Mario
Coiro, Yanis Bouchenak-Khelladi, Florian Michling, Daniele Sil-
vestro and two anonymous reviewers for advice and suggestions
that improved the study. NMN was supported by the Deutsche
Forschungsgemeinschaft (DFG grant NU292/2), and GWA by
the Swiss National Science Foundation (grants 31003A_135522
and 31003A_156140 to CEH).

Author contributions

CEH, GWA and NMN designed the research; GWA and NMN
performed the research; CEH and NMN discussed the results;
and all authors contributed to writing the manuscript.

ORCID

Colin E. Hughes https://orcid.org/0000-0002-9701-0699
Nicolai M. N€urk https://orcid.org/0000-0002-0471-644X

References

Ackerly D. 2009. Conservatism and diversification of plant functional traits:

evolutionary rates versus phylogenetic signal. Proceedings of the National
Academy of Sciences, USA 106(Suppl. 2): 19699–19706.

Baldwin BG. 1997. Adaptive radiation of the Hawaiian silversword alliance:

congruence and conflict of phylogenetic evidence from molecular and

non-molecular investigations. In: Givnish TJ, Sytsma KJ, eds. Molecular
evolution and adaptive radiation. London, UK: Cambridge University

Press, 103–128.
Baldwin BG. 2003. Characteristics and diversity of Madiineae. In: Carlquist S,

Baldwin BG, Carr GD, eds. Tarweeds & silverswords: evolution of the Madiineae
(Asteraceae). St Louis, MO, USA: Missouri Botanical Garden Press, 17–52.

Baldwin BG. 2007. Adaptive radiation of shrubby tarweeds (Deinandra) in the

California Islands parallels diversification of the Hawaiian silversword alliance

(Compositae-Madiinae). American Journal of Botany 94: 237–248.

Baldwin BG, Crawford DJ, Francisco-Ortega J, Kim SC, Sang T, Stuessy T.

1998.Molecular phylogenetic insights on the origin and evolution of oceanic

island plants. In: Soltis D, Soltis P, Doyle JJ, eds.Molecular systematics of plants.
II. DNA sequencing. Boston, MA, USA: Kluwer Academic Publishers, 410–
441.

Baldwin BG, Goldman DH, Vorobik LA. 2012. The Jepson manual: vascular
plants of California. Berkeley, CA, USA: University of California Press.

Baldwin BG, Sanderson MJ. 1998. Age and rate of diversification of the

Hawaiian silversword alliance (Compositae). Proceedings of the National
Academy of Sciences, USA 95: 9402–9406.

Barrier M, Robichaux RH, Purugganan MD. 2001. Accelerated regulatory gene

evolution in an adaptive radiation. Proceedings of the National Academy of
Sciences, USA 98: 10208–10213.

Beaulieu JM, O’Meara B. 2015. OUwie: analysis of evolutionary rates in an OU
framework. [WWW document] URL http://CRAN.R-project.org/package=

OUwie [accessed 17 November 2018].

Bell CD, Donoghue MJ. 2005. Phylogeny and biogeography of Valerianaceae

(Dipsacales) with special reference to the South American valerians. Organisms
Diversity & Evolution 5: 147–159.

Bell CD, Kutschker A, Arroyo MTK. 2012. Phylogeny and diversification of

Valerianaceae (Dipsacales) in the southern Andes.Molecular Phylogenetics and
Evolution 63: 724–737.

B€ohle UR, Hilger HH, Martin WF. 1996. Island colonization and evolution of

the insular woody habit in Echium L. (Boraginaceae). Proceedings of the
National Academy of Sciences, USA 93: 11740–11745.

Boucher FC, Verboom GA, Musker S, Ellis AG. 2017. Plant size: a key

determinant of diversification? New Phytologist 216: 24–31.
Bramwell D. 1972. A revision of the genus Echium in Macaronesia. Lagascalia 2:
37–115.

Burnham KP, Anderson DR. 2002.Model selection and multimodel inference: a
practical information-theoretic approach. New York, NY, USA; Berlin,

Heidelberg, Germany: Springer Verlag.

Butler MA, King AA. 2004. Phylogenetic comparative analysis: a modeling

approach for adaptive evolution. American Naturalist 164: 683–695.
Cardillo M, Weston PH, Reynolds ZKM, Olde PM, Mast AR, Lemmon EM,

Lemmon AR, Bromham L. 2017. The phylogeny and biogeography of Hakea
(Proteaceae) reveals the role of biome shifts in a continental plant radiation.

Evolution 71: 1928–1943.
Carine MA, Russell SJ, Santos-Guerra A, Francisco-Ortega J. 2004.

Relationships of the Macaronesian and Mediterranean floras: molecular

evidence for multiple colonizations into Macaronesia and back-colonization of

the continent in Convolvulus (Convolvulaceae). American Journal of Botany 91:
1070–1085.

Carine MA, Santos-Guerra A, Rosana Guma I, Reyes-Betancourt JA. 2010.

Endemism and evolution of the Macaronesian flora. In: Williams DM, Knapp

S, eds. Beyond cladistics: the branching of a paradigm. Oakland, CA, USA:

University of California Press, 101–124.
Carlquist S. 1965. Island life; a natural history of the islands of the world. New

York, NY, USA: The Natural History Press.

Carlquist S. 1974. Island biology. New York, NY, USA: Columbia University

Press.

Carlquist SJ, Baldwin BG, Carr GD. 2003. Tarweeds & silverswords: evolution of
the Madiinae (Asteraceae). St Louis, MO, USA: Missouri Botanical Garden

Press.

Cressler CE, Butler MA, King AA. 2015. Detecting adaptive evolution in

phylogenetic comparative analysis using the Ornstein-Uhlenbeck model.

Systematic Biology 64: 953–968.
Darwin C. 1859. On the origin of species. London, UK: J. Murray.

Davis CC, Webb CO, Wurdack KJ, Jaramillo CA, Donoghue MJ. 2005.

Explosive radiation of Malpighiales supports a mid-Cretaceous origin of

modern tropical rain forests. American Naturalist 165: 36–65.
Diazgranados M, Barber JC. 2017. Geography shapes the phylogeny of

frailejones (Espeletiinae Cuatrec., Asteraceae): a remarkable example of recent

rapid radiation in sky islands. PeerJ 5: e2968.
Drummond AJ, Suchard MA, Xie D, Rambaut A. 2012. Bayesian Phylogenetics

with BEAUti and the BEAST 1.7.Molecular Biology and Evolution 29: 1969–
1973.

New Phytologist (2019) 224: 518–531 � 2019 The Authors

New Phytologist� 2019 New Phytologist Trustwww.newphytologist.com

Research

New
Phytologist528

https://orcid.org/0000-0002-9701-0699
https://orcid.org/0000-0002-9701-0699
https://orcid.org/0000-0002-9701-0699
https://orcid.org/0000-0002-0471-644X
https://orcid.org/0000-0002-0471-644X
https://orcid.org/0000-0002-0471-644X
http://CRAN.R-project.org/package=OUwie
http://CRAN.R-project.org/package=OUwie


Drummond CS, Eastwood RJ, Miotto STS, Hughes CE. 2012.Multiple

continental radiations and correlates of diversification in Lupinus
(Leguminosae): testing for key innovation with incomplete taxon sampling.

Systematic Biology 61: 443–460.
Dulin MW, Kirchoff BK. 2010. Paedomorphosis, secondary woodiness, and

insular woodiness in plants. Botanical Review 76: 405–490.
Eriksen B. 1989. Valerianaceae. In: Harling G, Andersson L, eds. Flora of
Ecuador No. 34. G€oteberg, Sweden: University of G€oteberg, 1–60.

Evans MEK, Smith SA, Flynn RS, Donoghue MJ. 2009. Climate, niche

evolution, and diversification of the “bird-cage” evening primroses (Oenothera,
Sections Anogra and Kleinia). American Naturalist 173: 225–240.

Francisco-Ortega J, SantosGuerra A, Hines A, Jansen RK. 1997.

Molecular evidence for a Mediterranean origin of the Macaronesian

endemic genus Argyranthemum (Asteraceae). American Journal of Botany
84: 1595–1613.

Franks SJ, Sim S, Weis AE. 2007. Rapid evolution of flowering time by an

annual plant in response to a climate fluctuation. Proceedings of the National
Academy of Sciences, USA 104: 1278–1282.

Fryer G. 1969. Speciation and adaptive radiation in African lakes. SIL
Proceedings, 1922–2010 17: 303–322.

Garc�ıa-Maroto F, Manas-Fern�andez A, Garrido-C�ardenas JA, L�opez Alonso D,

Guil-Guerrero JL, Guzm�an B, Vargas P. 2009. Delta6-desaturase sequence

evidence for explosive Pliocene radiations within the adaptive radiation of

Macaronesian Echium (Boraginaceae).Molecular Phylogenetics and Evolution
52: 563–574.

Garcia-Verdugo C, Baldwin BG, Fay MF, Caujape-Castells J. 2014. Life history

traits and patterns of diversification in oceanic archipelagos: a meta-analysis.

Botanical Journal of the Linnean Society 174: 334–348.
Gehrke B, Kandziora M, Pirie MD. 2016. The evolution of dwarf shrubs in

alpine environments: a case study of Alchemilla in Africa. Annals of Botany 117:
121–131.

Gehrke B, Linder HP. 2009. The scramble for Africa: pan-temperate elements on

the African high mountains. Proceedings of the Royal Society of London. Series B:
Biological Sciences 276: 2657–2665.

Gehrke B, Linder HP. 2014. Species richness, endemism and species

composition in the tropical Afroalpine flora. Alpine Botany 124: 165–177.
Gillespie R. 2004. Community assembly through adaptive radiation in Hawaiian

spiders. Science 303: 356–359.
Giometto A, Altermatt F, Carrara F, Maritan A, Rinaldo A. 2013. Scaling body

size fluctuations. Proceedings of the National Academy of Sciences, USA 110:

4646–4650.
Givnish TJ. 2000. Adaptive radiation, dispersal, and diversification of the

Hawaiian lobeliads. In: Kato M, ed. The biology of biodiversity. Tokyo, Japan:
Springer, 67–90.

Givnish TJ, Millam KC, Mast AR, Paterson TB, Theim TJ, Hipp AL, Henss

JM, Smith JF, Wood KR, Sytsma KJ. 2009.Origin, adaptive radiation and

diversification of the Hawaiian lobeliads (Asterales: Campanulaceae).

Proceedings of the Royal Society of London. Series B: Biological Sciences 276: 407–
416.

Glor RE. 2010. Phylogenetic insights on adaptive radiation. Annual Review of
Ecology, Evolution, and Systematics 41: 251–270.

Goetsch LA, Craven LA, Hall BD. 2011.Major speciation accompanied the

dispersal of Vireya Rhododendrons (Ericaceae, Rhododendron sect.

Schistanthe) through the Malayan archipelago: evidence from nuclear gene

sequences. Taxon 60: 1015–1028.
Grant PR, Grant BR. 2011. How and why species multiply: the radiation of
Darwin’s finches. Princeton, NJ, USA: Princeton University Press.

Haines WP, Schmitz P, Rubinoff D. 2014. Ancient diversification of

Hyposmocomamoths in Hawaii. Nature Communications 5: 3502.
Harmon LJ, Losos JB, Davies TJ, Gillespie RG, Gittleman JL, Jennings WB,

Kozak KH, McPeek MA, Moreno-Roark F, Near TJ et al. 2010. Early bursts
of body size and shape evolution are rare in comparative data. Evolution 64:
2385–2396.

Hedberg O. 1964. Features of afroalpine plant ecology; avec un r�esum�e en

franc�ais. Acta Phytogeographica Suecica 49: 1–144.
Huelsenbeck JP, Nielsen R, Bollback JP. 2003. Stochastic mapping of

morphological characters. Systematic Biology 52: 131–158.

Hughes CE, Atchison GW. 2015. The ubiquity of alpine plant radiations: from

the Andes to the Hengduan Mountains. New Phytologist 207: 275–282.
Hughes CE, Eastwood R. 2006. Island radiation on a continental scale:

exceptional rates of plant diversification after uplift of the Andes. Proceedings of
the National Academy of Sciences, USA 103: 10334–10339.

Hughes CE, Nyffeler R, Linder HP. 2015. Evolutionary plant radiations: where,

when, why and how? New Phytologist 207: 249–253.
Hutter CR, Lambert SM, Wiens JJ. 2017. Rapid diversification and time explain

Amphibian richness at different ccales in the tropical Andes, Earth’s most

biodiverse hotspot. American Naturalist 190: 828–843.
Irl SDH, Schweiger AH, Medina FM, Fernandez-Palacios JM, Harter DEV,

Jentsch A, Provenzale A, Steinbauer MJ, Beierkuhnlein C. 2017. An island

view of endemic rarity – Environmental drivers and consequences for nature

conservation. Diversity and Distributions 23: 1132–1142.
Itescu Y. 2018. Are island-like systems biologically similar to islands? A review of

the evidence. Ecography 42: 1–17.
Jabbour F, Renner SS. 2012. A phylogeny of Delphinieae (Ranunculaceae) shows

that Aconitum is nested within Delphinium and that Late Miocene transitions to

long life cycles in the Himalayas and Southwest China coincide with bursts in

diversification.Molecular Phylogenetics and Evolution 62: 928–942.
Janzen DH. 1967.Why mountain passes are higher in the tropics. The American
Naturalist 101: 233–249.

Kadereit JW, von Hagen KB. 2003. The evolution of flower morphology in

Gentianaceae-Swertiinae and the roles of key innovations and niche width for

the diversification of Gentianella and Halenia in South America. International
Journal of Plant Sciences 164(5. Suppl.): 441–452.

Kaliontzopoulou A, Adams DC. 2016. Phylogenies, the comparative method,

and the conflation of tempo and mode. Systematic Biology 65: 1–15.
Karl R, Koch MA. 2013. A world-wide perspective on crucifer speciation and

evolution: phylogenetics, biogeography and trait evolution in tribe Arabideae.

Annals of Botany 112: 983–1001.
Kass RE, Raftery AE. 1995. Bayes Factors. Journal of the American Statistical
Association 90: 773–795.

Kidner C, Groover A, Thomas DC, Emelianova K, Soliz-Gamboa C, Lens F.

2016. First steps in studying the origins of secondary woodiness in Begonia
(Begoniaceae): combining anatomy, phylogenetics, and stem transcriptomics.

Biological Journal of the Linnean Society 117: 121–138.
Kim SC, Chunghee L, Mejias JA. 2007. Phylogenetic analysis of chloroplast

DNA matK gene and ITS of nrDNA sequences reveals polyphyly of the genus

Sonchus and new relationships among the subtribe Sonchinae (Asteraceae :

Cichorieae).Molecular Phylogenetics and Evolution 44: 578–597.
Kim SC, Crawford DJ, Francisco-Ortega J, Santos-Guerra A. 1999. Adaptive

radiation and genetic differentiation in the woody Sonchus alliance (Asteraceae :
Sonchinae) in the Canary Islands. Plant Systematics and Evolution 215: 101–
118.

King DA. 1990. The adaptive significance of tree height. American Naturalist
135: 809–828.

Knowles LL. 2000. Tests of pleistocene speciation in montane grasshoppers

(genusMelanoplus) from the sky islands of western North America. Evolution
54: 1337–1348.

Koch GW, Sillett SC, Jennings GM, Davis SD. 2004. The limits to tree height.

Nature 428: 851–854.
Kostikova A, Litsios G, Salamin N, Pearman PB. 2013. Linking life-history

traits, ecology, and niche breadth evolution in North American Eriogonoids
(Polygonaceae). American Naturalist 182: 760–774.

Lack D. 1947. Darwin’s finches. Cambridge, UK: Cambridge University Press.

Landis MJ, Freyman WA, Baldwin BG. 2018. Retracing the Hawaiian

silversword radiation despite phylogenetic, biogeographic, and paleogeographic

uncertainty. Evolution 72: 2343–2359.
Lems K. 1961. Botanical notes on Canary Islands. III. Life form spectrum and its

interpretation. Ecology 42: 569–572.
Lens F, Davin N, Smets E, del Arco M. 2013. Insular woodiness on the Canary

Islands: a remarkable case of convergent evolution. International Journal of
Plant Sciences 174: 992–1013.

Linder HP. 2008. Plant species radiations: where, when, why? Philosophical
Transactions of the Royal Society of London. Series B: Biological Sciences 363:
3097–3105.

� 2019 The Authors

New Phytologist� 2019 New Phytologist Trust
New Phytologist (2019) 224: 518–531

www.newphytologist.com

New
Phytologist Research 529



Losos JB. 1994. Integrative approaches to evolutionary ecology – Anolis Lizards
as model systems. Annual Review of Ecology and Systematics 25: 467–493.

Losos JB. 2010. Adaptive radiation, ecological opportunity, and evolutionary

determinism. The American Naturalist 175: 623–639.
Losos JB, Ricklefs RE. 2009. Adaptation and diversification on islands. Nature
457: 830–836.

Luteyn JL. 1999. P�aramos: a checklist of plant diversity, geographical distribution,
and botanical literature. New York, NY, USA: Scientific Publications

Department New York Botanical Garden.

Madri~n�an S, Cort�es AJ, Richardson JE. 2013. P�aramo is the world’s fastest

evolving and coolest biodiversity hotspot. Frontiers in Genetics 4: doi: 10.3389/
fgene.2013.00192.

Meyer ALS, Rom�an-Palacios C, Wiens JJ. 2018. BAMM gives misleading

rate estimates in simulated and empirical datasets. Evolution 72: 2257–
2266.

Moore BR, Donoghue MJ. 2007. Correlates of diversification in the plant clade

Dipsacales: geographic movement and evolutionary innovations. American
Naturalist 170(2 Suppl.): S28–S55.

Morales-Briones DF, Romoleroux K, Kolar F, Tank DC. 2018. Phylogeny and

evolution of the Neotropical radiation of Lachemilla (Rosaceae): uncovering a
history of reticulate evolution and implications for infrageneric classification.

Systematic Botany 43: 17–34.
Neupane S, Lewis PO, Dessein S, Shanks H, Paudyal S, Lens F. 2017.

Evolution of woody life form on tropical mountains in the tribe Spermacoceae

(Rubiaceae). American Journal of Botany 104: 419–438.
Nevado B, Atchison GW, Hughes CE, Filatov DA. 2016.Widespread adaptive

evolution during repeated evolutionary radiations in New World lupins.

Nature Communications 7: 12384.
N€urk NM, Madri~n�an S, Carine MA, Chase MW, Blattner FR. 2013a.

Molecular phylogenetics and morphological evolution of St. John’s wort

(Hypericum; Hypericaceae).Molecular Phylogenetics and Evolution 66: 1–16.
N€urk NM, Michling F, Linder HP. 2018. Are the radiations of temperate

lineages in tropical alpine ecosystems pre-adapted? Global Ecology and
Biogeography 27: 334–345.

N€urk NM, Scheriau C, Madri~n�an S. 2013b. Explosive radiation in high Andean

Hypericum – Rates of diversification among New World lineages. Frontiers in
Genetics 4: doi: 10.3389/fgene.2013.00175.

Ogburn RM, Edwards EJ. 2015. Life history lability underlies rapid climate

niche evolution in the angiosperm clade Montiaceae.Molecular Phylogenetics
and Evolution 92: 181–192.

Osborn HF. 1902. The law of adaptive radiation. American Naturalist 36: 353–
363.

Paradis E, Claude J, Strimmer K. 2004. APE: analyses of phylogenetics and

evolution in R language. Bioinformatics 20: 289–290.
Pincheira-Donoso D, Harvey LP, Ruta M. 2015.What defines an adaptive

radiation? Macroevolutionary diversification dynamics of an exceptionally

species-rich continental lizard radiation. BMC Evolutionary Biology 15: 153.
Plummer M, Best N, Cowles K, Vines K. 2006. CODA: convergence diagnosis

and output analysis for MCMC. R News 6: 7–11.
Posada D, Buckley TR. 2004.Model selection and model averaging in

phylogenetics: advantages of Akaike information criterion and Bayesian

approaches over likelihood ratio tests. Systematic Biology 53: 793–808.
Pouchon C, Fern�andez A, Nassar JM, Boyer F, Aubert S, Lavergne S, Mav�arez J.

2018. Phylogenomic analysis of the explosive adaptive radiation of the Espeletia
complex (Asteraceae) in the tropical Andes. Systematic Biology 67: 1041–1060.

R Core Team. 2013. The R Project for Statistical Computing. Vienna, Austria: R
Foundation for Statistical Computing. [WWW document] URL http://www.

R-project.org [accessed 10 August 2014].

Rabosky DL. 2014a. Automatic detection of key innovations, rate shifts, and

diversity-dependence on phylogenetic trees. PLoS ONE 9: e89543.

Rabosky DL. 2014b. BAMMtools: an R package for the analysis of evolutionary

dynamics on phylogenetic trees. Journal of the American Statistical Association
90: 773–795.

Rabosky DL. 2018. BAMM at the court of false equivalency: a response to Meyer

and Wiens. Evolution 72: 2246–2256.
Revell LJ. 2011. phytools: an R package for phylogenetic comparative biology

(and other things).Methods in Ecology and Evolution 3: 217–223.

Robson NKB. 1987. Studies in the genus Hypericum L. (Guttiferae): 7.

Section 29. Brathys (part 1). Bulletin of the British Museum (Natural History),
Botany 16: 1–106.

Robson NKB. 1990. Studies in the genus Hypericum L. (Guttiferae): 8. Sections

29. Brathys (part 2) and 30. Trigynobrathys. Bulletin of the Natural History
Museum. Botany Series. London 20: 1–151.

Robson NKB. 2012. Studies in the genus Hypericum L. (Hypericaceae) 9.

Addenda, corrigenda, keys, lists and general discussion. Phytotaxa 72: 1–111.
Roff DA. 2002. Life history evolution. Sunderland, MA, USA: Sinauer Associates.

Rolshausen G, Davies TJ, Hendry AP. 2018. Evolutionary rates standardized for

evolutionary space: perspectives on trait evolution. Trends in Ecology &
Evolution 33: 379–389.

Roquet C, Boucher FC, Thuiller W, Lavergne S. 2013. Replicated radiations of

the alpine genus Androsace (Primulaceae) driven by range expansion and

convergent key innovations. Journal of Biogeography 40: 1874–1886.
S€arkinen T, Pennington RT, Lavin M, Simon MF, Hughes CE. 2012.

Evolutionary islands in the Andes: persistence and isolation explain high

endemism in Andean dry tropical forests. Journal of Biogeography 39: 884–900.
Schluter D. 2000. The ecology of adaptive radiation. Oxford, UK; New York, NY,

USA: Oxford University Press.

Schrieber K, Lachmuth S. 2017. The genetic paradox of invasions revisited: the

potential role of inbreeding x environment interactions in invasion success.

Biological Reviews 92: 939–952.
Schwery O, Onstein RE, Bouchenak-Khelladi Y, Xing YW, Carter RJ, Linder

HP. 2015. As old as the mountains: the radiations of the Ericaceae. New
Phytologist 207: 355–367.

Seehausen O. 2015. Process and pattern in cichlid radiations – inferences for
understanding unusually high rates of evolutionary diversification. New
Phytologist 207: 304–312.

Shmida A, Werger MJA. 1992. Growth form diversity on the Canary Islands.

Vegetatio 102: 183–199.
Silvestro D, Schnitzler J, Zizka G. 2011. A Bayesian framework to estimate

diversification rates and their variation through time and space. Bmc
Evolutionary Biology 11: 311.

Simpson BB. 1974. Glacial migrations of plants: island biogeographical evidence.

Science 185: 698–700.
Simpson GG. 1944. Tempo and mode in evolution. New York, NY, USA:

Columbia University Press.

Simpson GG. 1953. The major features of evolution. New York, NY, USA:

Columbia University Press.

Smith AP, Young TP. 1987. Tropical alpine plant ecology. Annual Review of
Ecology, Evolution, and Systematics 18: 137–158.

Smith SA, Beaulieu JM. 2009. Life history influences rates of climatic niche

evolution in flowering plants. Proceedings of the Royal Society of London. Series B:
Biological Sciences 276: 4345–4352.

Smith SA, Donoghue MJ. 2008. Rates of molecular evolution are linked to life

history in flowering plants. Science 322: 86–89.
Stebbins GL. 1957. Self fertilization and population variability in the higher

plants. American Naturalist 91: 337–354.
Stroud JT, Losos JB. 2016. Ecological opportunity and adaptive radiation.

Annual Review of Ecology, Evolution, and Systematics 47: 507–532.
Talavera S, Andr�es C, Arista M, Fern�andez Piedra MP, Gallego MJ, Ortiz PL,

Romero Zarco C, Salgueiro FJ, Silvestre S, Quintanar A. 2012. Flora Iberica.
Vol. XI, Gentianaceae-Boraginaceae. Madrid, Spain: Real Jard�ın Bot�anico,

CSIC.

Tank DC, Olmstead RG. 2008. From annuals to perennials: phylogeny of

subtribe Castillejinae (Orobanchaceae). American Journal of Botany 95: 608–
625.

Uribe-Convers S, Tank DC. 2015. Shifts in diversification rates linked to

biogeographic movement into new areas: an example of a recent radiation in

the Andes. American Journal of Botany 102: 1854–1869.
Wallace AR. 1878. Tropical nature and other essays. London, UK: MacMillan &

Co.

Warren BH, Simberloff D, Ricklefs RE, Aguilee R, Condamine FL, Gravel D,

Morlon H, Mouquet N, Rosindell J, Casquet J et al. 2015. Islands as model

systems in ecology and evolution: prospects fifty years after MacArthur-Wilson.

Ecology Letters 18: 200–217.

New Phytologist (2019) 224: 518–531 � 2019 The Authors

New Phytologist� 2019 New Phytologist Trustwww.newphytologist.com

Research

New
Phytologist530

https://doi.org/10.3389/fgene.2013.00192
https://doi.org/10.3389/fgene.2013.00192
https://doi.org/10.3389/fgene.2013.00175
http://www.R-project.org
http://www.R-project.org


Warshall P. 1995. The Madrean sky island archipelago: a planetary overview. In:

DeBano LF , Folliot PF, Ortega-Rubio A, Gottfried G, Hamre RH, Edminster

CB, eds. Biodiversity and management of the Madrean archipelago: the sky islands
of southwestern United States and northwestern Mexico; 1994 September 19–23.
Tucson, Arizona Gen. Tech. Rep. RM-GTR 264: US Department of

Agriculture, US Forest Service, Ft. Collins, CO, USA: Rocky Mountain

ResearchStation, 6–18.
Wessel A, Hoch H, Asche M, von Rintelen T, Stelbrink B, Heck V, Stone FD,

Howarth FG. 2013. Founder effects initiated rapid species radiation in

Hawaiian cave planthoppers. Proceedings of the National Academy of Sciences,
USA 110: 9391–9396.

Whittaker RJ, Fernandez-Palacios JM, Matthews TJ, Borregaard MK, Triantis

KA. 2017. Island biogeography: taking the long view of nature’s laboratories.

Science 357: eaam8326.

Williams EE. 1969. Ecology of colonization as seen in zoogeography of anoline

lizards on small islands. Quarterly Review of Biology 44: 345–389.
Yang Y, Moore MJ, Brockington SF, Soltis DE, Wong GKS, Carpenter EJ,

Zhang Y, Chen L, Yan ZX, Xie YL et al. 2015. Dissecting molecular evolution

in the highly diverse plant clade Caryophyllales using transcriptome

sequencing.Molecular Biology and Evolution 32: 2001–2014.

Supporting Information

Additional Supporting Information may be found online in the
Supporting Information section at the end of the article.

Fig. S1 Time tree for Echium with species and clades, life-history
mappings.

Fig. S2 Time tree for Hypericum with species and clades, life-
history mappings.

Fig. S3 Time tree for Lupinus with species and clades, life-history
mappings.

Fig. S4 Time tree for silverswords–tarweeds with species and
clades, life-history mappings.

Methods S1 Clade-specific information on age estimation and
trait data.

Notes S1 Details on potential biases using mean plant height in
Hypericum.

Table S1 Species data (distribution, life history, plant height)
and DNA sequence GenBank numbers.

Table S2 Diversification rate analysis: model specification and
model fit.

Table S3 Sampling fractions used in exploratory rate heterogene-
ity analysis.

Table S4 Growth form: phenotypic (plant height) evolution
analysis detailing model fit.

Please note: Wiley Blackwell are not responsible for the content
or functionality of any Supporting Information supplied by the
authors. Any queries (other than missing material) should be
directed to the New Phytologist Central Office.

New Phytologist is an electronic (online-only) journal owned by the New Phytologist Trust, a not-for-profit organization dedicated
to the promotion of plant science, facilitating projects from symposia to free access for our Tansley reviews and Tansley insights.

Regular papers, Letters, Research reviews, Rapid reports and both Modelling/Theory and Methods papers are encouraged. 
We are committed to rapid processing, from online submission through to publication ‘as ready’ via Early View – our average time
to decision is <26 days. There are no page or colour charges and a PDF version will be provided for each article. 

The journal is available online at Wiley Online Library. Visit www.newphytologist.com to search the articles and register for table
of contents email alerts.

If you have any questions, do get in touch with Central Office (np-centraloffice@lancaster.ac.uk) or, if it is more convenient,
our USA Office (np-usaoffice@lancaster.ac.uk)

For submission instructions, subscription and all the latest information visit www.newphytologist.com

See also the Commentary on this article by Baldwin, 224: 8–10.

� 2019 The Authors

New Phytologist� 2019 New Phytologist Trust
New Phytologist (2019) 224: 518–531

www.newphytologist.com

New
Phytologist Research 531

https://doi.org/10.1111/nph.15961
https://doi.org/10.1111/nph.15961

